Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.003 Å; R factor = 0.039; wR factor = 0.116; data-to-parameter ratio = 16.2.
The asymmetric unit of the title compound, C 8 H 10 O 8 Á2H 2 O, contains one half-molecule of butane-1,2,3,4-tetracarboxylic acid and a water molecule, with the complete tetra-acid generated by crystallographic inversion symmetry. Intermolecular O-HÁ Á ÁO hydrogen bonds form an extensive three-dimensional network, which consolidates the crystal packing.
Related literature
For applications of butane-1,2,3,4-tetracarboxylic acid in metal -organic coordination polymers, see: Delgado et al. (2007) ; Liu et al. (2008) . For related crystal structures, see: McKee et al. (2007) ; Najafpour et al. (2008) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). butane-1,2,3,4-tetracarboxylic acid mainly concentrated in the metal organic coordination polymers (Delgado et al., 2007; Liu et al., 2008) . In this paper, we report the crystal structure of butane-1,2,3,4-tetracarboxylic acid dihydrate (Fig. 1) .
The asymmetric unit of the title compound contains a half of the butane-1,2,3,4-tetracarboxylic acid molecule and one water molecule. The carboxylic acid group with C1 and C4 atoms are gauche with the C1-C2-C3-C4 torsion angle being 62.13 (1)°, which match well with that in the reported structures (McKee et al., 2007; Najafpour et al., 2008) . Intermolecular O-H···O hydrogen bonds (Table 1) form an extensive three-dimensional hydrogen-bonding network, which consolidate the crystal packing.
Experimental Zn(NO 3 ) 2 .6H 2 O (0.1461 g, 1.0 mmol) was added to a stirred aqueous solution of butane-1,2,3,4-tetracarboxylic acid (0.1176 g, 0.50 mmol) in 15 ml H 2 O, the resulting mixture was stirred for 20 min and then was filtered out. Colorless crystals were obtained from the filtrate (pH=2.80) after standing at room temperature for three months.
Refinement
H atoms bonded to C atoms were palced in geometrically calculated position and were refined using a riding model, with U iso (H) = 1.2 U eq (C). H atoms attached to O atoms were found in a difference Fourier synthesis and were refined using a riding model, with the O-H distances fixed as initially found and with U iso (H) values set at 1.5 Ueq(O). Symmetry codes: (ii) x−1, y, z; (iii) x, −y+1/2, z+1/2; (iv) −x+1, y−1/2, −z+1/2.
